1/10 



AO 




GENOMIC SEQUENCE 
DATABASE 



200- 



IDENTIFY FUNCTIONAL SEQUENCES 
WITHIN GENOMIC DATA 



300 



400- 



600 



IDENTIFY SUBSET OF 
FUNCTIONAL SEQUENCES 
FOR CHOSEN ASSAY 



CREATE PHYSICAL AND/OR 
INFORMATIONAL SUBSTRATE AND 
PERFORM CHOSEN ASSAY 



ANNOTATE SEQUENCE DATA 



700 





STORE ANNOTATED 
SEQUENCE DATA 



£1 



SEQUENCE 
ANNOTATION 
FROM EXTERNAL 
SOURCES 



1 



/DISPLAY 
-*•( ANNOTATED 
\SEQUENCE 



FIG.1 



2/10 



QUERY GENOMIC 
SEQUENCE DATABASE 




NO 



22 



REPORT RESULT 



YEi 



1 

PREPROCESS 
FOR DESIREI 
AND Ml 


r I 

5 SEQUENCE 
) APPROACH 
ETHOD 






PROCESS SEQUENCE 



EB 



ANOTHER 
APPROACH OR 
METHOD? 




FIG. 2 




3/10 



r 



83a ^--83a 



81 «< 



d □ 
io d 



83o 



83b ^6 3b 



✓•83a 

□ □ □ 
□ 



y 



W 
Q 
RJ 



.1 



B80 



88 


880 


88 


880 


88 









89 



I 



82 



85^ 



84 



85b 



880 



82 



86a 



86o 



Nucleotide Number 



FIG. 3 



5000 



4000 - 



01 



3000 - 



c 
£ 
UJ 

o 2000 - 
6 

1000 
0 




iY rvn' i i l^v i i i .Trr i-n r rrr • 



M I I I I I I " ! 



o o o a o a 
in o o 
t- ro to N- 



ooooooooooo 



Length 



Fig. 5 



#3% 

ry 



6/10 




60 




1 85 169 253 337 421 505 589 673 757 841 925 



Spot Number 



Fig. 8 



